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Symbol Probe sequence 
ASPP GTCGGCATCGACTGCTAATAAGACGCAAACGGCCACCTTTGGACTGCAATCCCTTAACATCAACGACAATTTACCCATCAAAGCGAAGCCACTGACCATC 
CIAPIN1 CTGCATTTGGTGTCCTACATCGGTCCGGCGGCTAGTTTGCTGCAGGAGATCAAGCTATCCGGATTCATAAACTGTCGCGAGGACTCTCCAGATGCTTTGA 
Dl CTGGCAGCAACAGCGGTCTCACCTTCGATGGCGGCAACCCGAATATCATCAAAAACACCTGGGACAAGTCGGTCAACAACATTTGTGCCTCAGCAGCAGC 
Doc1 CAGCGCCAGGATTTTGAGCAGGACTCAACGGGTAGTGTTTCGCCAGCTTACTATGGAGCAACTCATCCAGTTGCCAATCCTATGTCGCCGTATCTCCGCC 
Egfr AAACTACAAATCATTCGCGGACGCACGCTGTTCAGCTTATCCGTGGAGGAGGAGAAGTATGCCTTGTTCGTCACTTATTCCAAAATGTACACGCTGGAGA 
LacZ CATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATAC 
Msh/Dr CCCTTCGGACCGCCTGGCATGTTTCCGGGAGCAGGATTCGGTGGAGATGCCAACGAACCGCCGCGGATCAAGTGCAACCTGCGGAAGCACAAGCCCAACC 
N GATGGAACTTGCCACGACAAGATCAATGGCTTTAAATGCAGTTGTGCCCTGGGCTTTACGGGCGCACGATGTCAAATCAATATAGACGACTGTCAGTCGC 
NetA (probe 1) TCCTGTCAGCCCAGTTTAAGCATTTGTGAACAATTTACGTACTAGGGCCGTCTCGAAATCAAACAGAGCGCCAGTAAGCAATAATTTATGTGTAAGAAGC 
NetA (probe 2) CGCGCCTGCATTCCGGACTTTGTGAACGCCGCCTACGATGCTCCAGTGGTGGCCAGTTCCACGTGCGGATCGTCGGGTGCGCAGCGATATTGCGAGTACC 
Neu3/Meltrin ACGAGATGGGGCACAACTTTGGCATGGAGCACGATACATCGGATTGTCATTGTCGGGATGAGAAGTGTGTGATGGCTGCCTCGAGTACCTCGTTTATTCC 
Race/Acne TCTACGACAAGGCCGGAACCGCCGTGCGATCTCAATTCGAACGCTACGTGGAGCTCAACACCAAGGCAGCCAAACTGAATAACTTTACTTCTGGTGCCGA 
RpL32 TGCCCACCGGATTCAAGAAGTTCCTGGTGCACAACGTGCGCGAGCTGGAGGTCCTGCTCATGCAGAACCGCGTTTACTGCGGCGAGATCGCCCACGGCGT 
RpL7-like GTGTCATCTGTCTGGAGGATATAATCCACGAAATTTGCACAGTGGGTCCAAACTTCGCCGCTGTAAATGAGTTTCTGTGCGCCTTCACGTTGTCCAGTCC 
SoxN TGGGCCAGTCGCACCTGACCCACTCGCAGCTGAGCCATCACAACCACCATCATCACCACATGAGCGCCCATATCGCGGCCAGCCAGAGTCCCAATCCGCT 
Su(H) GAAGCCGACGATCCCGTTTCTCAGCTGCACAAATGCGCCTTCTACATGAAGGATACGGATCGGATGTATCTCTGTTTGTCGCAGGAGAAAATCATACAGT 
Tl GGGCAACCTTGTGACCCTCGTCATGAGCAGGAATCGACTGCGTACCATCGATTCCAGAGCCTTTGTAAGCACAAATGGACTGCGACATTTGCATTTGGAT 
wntD GCGGTACTAAAGCCATTCGAAGCCATTGCCCAGGATCTCCTCCAAATGTACGACGATGCCATCCAACTAGAAGGAGCCAGTAGCAATCTAAAGATTATGT 
YFP GAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGCCACAAGCTGGAGTACAACTACAACAGCCACAACGTGTATATCACC 
aos ATGTCGTTGTCCTGAATCGAATCGCATGCCCAACAATGTGATCATCCATCATCACAGTCATTCCTCGGGATCGGTGGATTCCCTGAAGTACAGGAACTAC 
bcd TGAAGGGTCTGGACAAGAGCTGCGACGATGGCAGTAGCGACGACATGAGCACCGGAATAAGAGCCTTAGCAGGAACCGGAAATCGTGGAGCGGCATTTGC 
brk CCGCCGTCAAATGCAGTTGCACGAAAAGGATCCATCTGGTGTGGATCTCACTTTCCGCAAACGTAAGGTCATCACTAGTCCGATGCAGCCGGATAAGATT 
cic GGCAGCTGCGGTGGCCAGGGCATATCATCCGATTTGCAGGGCGATATTATACCGCTGACAATTGACAACTACAATAGCACCTGTGATGAGGCGCCAACTA 
dhd ATACTCCAGCAAGGCGGTGGTGCTCAAGATCGATGTGGACAAATTCGAGGAGCTGACGGAGCGCTACAAGGTGCGCAGCATGCCAACGTTTGTCTTTTTG 
dpp CAGCGAGCCCGCCTCGTTCAGTGATAGTGATAAAAGCCATCGGAGTAAAACAAACAAAAAACCTAGCAAAAGTGACGCGAACCGACAGTTCAACGAAGTG 
eve AGACGCCGCCGCTGGATCTGCAGTCGTCGTCATCGCCGCACTCCTCCACGCTGTCGCTCTCGCCAGTGGGATCCGATCACGCCAAGGTGTTCGACCGCAG 
fdy CAACAACAACCAACGCTACGGAAACAAGGAGTCGATCGGAGAATTCGGAAACGAGTTGCCGCAGCGTCAATTCAACAATCGTGACAACAGGGGACCACCA 
grh AGATCAACATTGCGGTTCAGTGCTTGAGCACGGATTTCAGCAGTCAAAAGGGAGTTAAGGGCCTGCCGCTGCACGTACAAATCGACACATTTGAGGACCC 
hb CACCGCAAGTCGCACAGTTCTGTGTATCAGTACCGTTGTGCGGATTGTGATTACGCCACCAAGTATTGCCACAGCTTCAAGCTGCATCTGCGCAAGTATG 
hnt/peb CCATTACGGCGCCCAGTACTAATCCCAGCAGTTTGAAAACGATGATCGCTCAAGCCGAATATGTGGGAAAATCCCTCAAAGAAGTGGCCAGTTCACCGTT 
htl TAATCAATCGAGCACATCCAGTGCGGATTTGGATGATGGCGCCGCAGATGATGATGATAACAAGGCCGATTTGCCGGTGAATGTCAGTTCGAAACCCTAC 
if GTGCCAGCGTTCACATCGAGAAGGCTCGCGGTGAAGGTTTCGTTCGAGGAGTCTTGGTCAGCAATAGCACCGATGCGGGTGACAAATTAAGTCCCAAACA 
ind CCATCCATACGCCCAGCTGTTCGCCAGCAAGAGGAAGTCCAGTGGATTCAGCAACTACGAAGGATGTTATCCATCGCCACCGCTCTCGGCCAATCCCAAC 
m8/E(spl)m8-HLH CTCCACACCTGGCATGAGCGTCGACCTGGGCAAATCGGTGATGACTCACCTGGGACGCGTCTACAAGAACTTGCAGCAATTCCACGAAGCACAGTCCGCC 
mad GAACAGTGGATTCAACTCGCACAGCTTGAGCACCAGCAACACATCGGTGGGCAGTCCGAGTTCCGTCAACTCCAATCCCAATTCGCCGTACGACAGCTTG 
med CCATCGCATACTTCGAGTTGGACACGCAAGTGGGCGAGACCTTCAAGGTGCCGTCAGCGAAACCGAACGTAATCATCGACGGCTATGTGGATCCCTCTGG 
mes3/Ilp4 CGCCGAAAGATGTGCGGCGAGGCTCTGATCCAGGCACTGGATGTGATTTGTGTTAATGGATTTACACGCCGTGTCAGGCGGAGCAGTGCGTCTAAGGATG 
otd/oc TTTAGCAATCAGAATCAGGTCAACTACAACATGGGCCATTCGGGCTACACGGCCTCCAATTTTGGTCTGTCGCCATCGCCATCCTTCACGGGCACCGTGT 
phm CCTACCAGGCGCCGCCACAGTTCATCCCATTCTCGTCCGGCTATCGAATGTGTCCCGGCGAAGAGATGGCTCGCATGATACTCACGCTCTTTACGGGTCG 
pnr AACAATGCTTTCCCCTTTACGGACAGACGACGACGCAACAGCAGCACCAGCAACATGGCCACAGCATGACATCATCCTCTGGACAGGCACATCTGAGTGC 
pnt GACAAGACGTGTCAGAGTTTCATTTCGTGGACCGGCGATGGCTGGGAGTTCAAGCTAACAGATCCTGATGAGGTGGCTCGTCGTTGGGGAATTCGCAAAA 
put CGCCATCCGAACATCCTCGAATTCCTGGGCGTTGAGAAGCACATGGACAAGCCGGAATATTGGCTGATATCCACCTACCAGCATAACGGATCACTATGCG pyr
AAAGCCAAGTTGAGACAACAGCGAACCCCGAAGGTGAGACAGAGACAGTTACTACCGAAACTGTAATGCAGAATCGCAATCATATTGATGCTAATAATAT 
rho ATCCTAGTGATCTCCATCATTGAGATTGCCATCTTCGCCTACGACCGCTACACAATGCCCGCCCAGAATTTCGGGCTACCCGTTCCGATTCCGTCGGATT 
sax GTTCTGGGTCCTTTTCTGGTCATCGCTCTGCTGGGCGCCGTGACCATCTTCTTCATTCGTCGTAGCCATCGCAAGCGTCTGGCTGCCTCGCGAACCAAAC 
scw CAATAATCACATCGAGATGCCCATATACCAGAAGCGTCCTTTGAGCGAGCAAATGGAGATGATTGATATCCTGGATTTGGGTGACCGTCCGAGACGACAG 
shn CAGTCCTGCAAACAGCATTGGCTCTTCGGGTTCGCAACCTAAAAGATTAGTGTGCTCCTTTACATCGCCGAAGCCGCCTTTCGACTACCAAAAGCAGGAA 
sim CGTGCATTTGGGCCTCAGTCAGGTTGAGCTGACGGGCAACTCGATATTCGAGTACATACACAACTACGATCAGGACGAGATGAATGCCATTTTGTCGCTG 
sli ATAGTCTTCAGTAGCGCGGAGCAGAATGGAATTCTCATGTACGACGGCCAGGATGCTCATCTTGCAGTGGAACTGTTTAATGGGCGTATTCGGGTTAGCT 
sna TTGCCGCCAATCATGCCAAAAACTACCGCTTCAAGTGCGACGAGTGCCAGAAGATGTACTCCACCTCGATGGGCCTGTCCAAGCACCGTCAGTTCCACTG 
sog (probe 1)         TGCTCATCATCGCCGGACTGCTGATCGTCTGCTTGGCGGGCGTGACGGAGGGCCGCCGGCATGCGCCGCTCATGTTCGAGGAGTCCGACACGGGCAGGCG 
sog (probe 2)    GCAGTGCCCAGGATTCCTGTCAGATGTGCGCCTGTTTGCGTGGCCAATCCAGTTGCGAGGTGATCAAGTGTCCGGCTCTCAAGTGCAAGTCCACGGAGCA 
spi         AAACCTTCGATGCCTGGTACTGTTTGAACGATGCCCATTGCTTTGCGGTGAAGATAGCCGATCTACCGGTTTACAGCTGCGAGTGCGCGATTGGCTTTAT 
spz TCAGACGAGCGATTCCTTTGCAGGAGCATCAGGAAGCTGGTGTACCCAAAAAAGGGCTTGAGGGCGGACGACACCTGGCAGTTAATTGTCAATAACGATG 
star/S GCTGCCAGAAGTCCACGGGCATGGAGTCCCGGGCGAGAACATCTCCGCAACAGATCCAGCATCCGCACAGACAGCACCACCAGCAGCAGCACCATCACCA 
stumps TACTGGCCATTTTGTTGGATGTCAGCGAGGAGAAGGTGAAGGAGATGCACAAGTCGGCACTGCCCAGTTACTACAAGTGGCGTCGTTGTGTGGTGCGCGA 
ths CAACCTGAACAACACACTAACGGAGGCTTCTCCCACGGCAACATCAACATCCAGCATCACGTCCGCAACAACCATGAAGAGACCCATACGGAAGTTCACC 
tin GGAGCATCTACGGTTCAGATGAGGGCGCCAAAAAAAAGGATAACAGCCAGGTGACCTCCTCGCGTTCCGAGCTGCGAAAAAACAGCATCAGTGGGAACAG 
tkv CAACCTGAACAACACACTAACGGAGGCTTCTCCCACGGCAACATCAACATCCAGCATCACGTCCGCAACAACCATGAAGAGACCCATACGGAAGTTCACC 
tld GAACTGGATGTCATTCACATTGCACAGAATCCACGTGTCGGCACTCGACGCTACATGGCTCCAGAAGTATTGAGTCAGCAGCTGGATCCCAAGCAGTTTG 
tsg CCATGAAAATGAAAGCGAAATTAGTTGTTCTCTCTGTGGGAGCTCTCTGGATGATGATGTTTTTTCTGGTGGATTACGCCGAGGGCAGGCGACTGAGTCA 
tup AGCCGTCGTATCGCGAACATCGACCGTCTTAGCTCGATAGCCGTCGGATTTGCCTTTTCGGATGCGAGAGACTCTTAAATCCCTCACCATAGATCCAAAT 
twi GATGCACTTCCAAAACGCCTACAGACAAAGTTTCGAGGGCTACGAGCCGGCCAACTCGCTGAACGGCAGTGCTTACTCCAGCTCGGATCGGGATGACATG 
ush TAAAACCAGCCAGATTTATGTGCCTGCCCTGTGGGATTGCATTCAGTTCGCCCTCAACTCTGGAGGCCCATCAAGCCTACTATTGCTCTCATAGAATTAA vn 
(probe 1) GGCTTATTCGATGCAAAGGTGCCGTCGTCCCAACGCTCTGGCTTCCATATATCGGACATCTTGAATTTGGAGGGCTCTGAGCTGAAGAATGCAGCAGCTG 
vn (probe 2) AATATCTTAAGTAGGCTGCTCAGCCTCAACAGCAATAGTCTTAGTAGCCGTAGCAATGTTAAGTTAAAGCCAGCAACAGTATTCGACGCCGGCAGCAGTA 
vnd GGCTTATTCGATGCAAAGGTGCCGTCGTCCCAACGCTCTGGCTTCCATATATCGGACATCTTGAATTTGGAGGGCTCTGAGCTGAAGAATGCAGCAGCTG 
yl AGTTTCAGCCAGAGTCGCACGAGAGCAACGTCCTGGTCCGCTCCAATTTGGGCAATGTGAGTGCCCTGGCCTTCGATCATTTGAGCAGGAATCTATACTG 
zen TGAGATTGCTCAGCGCTTGTCCCTGTGCGAACGCCAGGTGAAGATCTGGTTCCAGAACCGACGAATGAAGTTCAAGAAGGACATACAAGGTCACCGCGAG 
zld/vfl GGCACTGATTACGCCTTTGGCACCGTGGGCGTTGACTATGGCAAGAGCGCCGGTGTTCGCTATCATCCCTACCTGCAGACGCCAACCTCCGGACTGGGAG 
Rm62 TTTGGGCAACTACATCCAGATCAACATTGGATCGCTGGAGCTGTCCGCCAATCACAACATCCGCCAGGTGGTGGACGTTTGTGACGAGTTCAGCAAGGAG 
dap AATTAGTCATTGCGGGACCGCGTGGAAGAATGGGGCAGGAAGCTGTTAAATTGGCAGAACGAACACCACATTTTGACCTTGTAGGGGCCATAGACCATAC 
lys TATGCGAGCAAAGCATTCTCATCAGTCGCAATGATTCAGCTCGCTGAGGAAGAGGGACTTTCTTTAGATGTCGTATCCGGAGAGAGCTATATACGGCTGT 
phe AAAGCGTTTGATGATGTATTGATTCCAGGGGCCATGCAGGAGCTTGAAGCACTCGGCTGCAAAGTGAGGCTTCTGGGTGCATACCAGTCTTACCAATTAT 
thr CAGCAAGGTCGTAGCTGTGTTAACAGGAAACGGACTGAAAGATCCGAACACAGCGGTCGACATTTCAGAAATCAAGCCTGTCACATTGCCGACTGATGAA 
Table S2. NanoString probe sequences. Genes NetA, sog, and vn have two probes each. 
